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The main challeges with UDS
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The �cut-off� issue
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MUTATIONS (LEVEL)

Y181C (7%)

Y181C (3.6%) + G190A (3.2%)

L100I (14%)

L100I (32%) + G190A (5.4%)

K101E (3.8%) + G190A (4.9%)

#<,'

K101E (3.8%) + G190A (4.9%)

K101E (4.0%) + G190A (4.8%)

G190S (3.1%)

'<-E

Varguese V, et al, JAIDS 2009
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Figure 2. Longitudinal changes in V3 loop forms and proport ions. (A) Subject 07, (B) Subject 18, (C) Subject 19, and (D) Subject 47. The
most common V3 loop sequences across all three time points are numbered and displayed along the x-axis of the 3D-bar graph; corresponding
amino acid sequences are shown below the graphs. The relative contribution of each sequence is plotted on the y-axis and displayed as a proportion
of the total population. Time in weeks are shown on the z-axis. A coreceptor usage prediction using PSSM is shown for each sequence [32].
Coreceptor usage was measured phenotypically in sub07 by generating recombinant viruses that incorporated each V3 loop sequence. Vertical
arrows denote positions 11 and 25 in the V3 loop, respectively.
doi:10.1371/journal.pone.0005683.g002
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amino acid sequences are shown below the graphs. The relative contribution of each sequence is plotted on the y-axis and displayed as a proportion
of the total population. Time in weeks are shown on the z-axis. A coreceptor usage prediction using PSSM is shown for each sequence [32].
Coreceptor usage was measured phenotypically in sub07 by generating recombinant viruses that incorporated each V3 loop sequence. Vertical
arrows denote positions 11 and 25 in the V3 loop, respectively.
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